Sequence and structure analysis of noncoding RNAs.
Noncoding RNAs (ncRNAs) are increasingly recognized as important functional molecules in the cell. Here we give a short overview of fundamental computational techniques to analyze ncRNAs that can help us better understand their function. Topics covered include prediction of secondary structure from the primary sequence, prediction of consensus structures for homologous sequences, search for homologous sequences in databases using sequence and structure comparisons, annotation of tRNAs, rRNAs, snoRNAs, and microRNAs, de novo prediction of novel ncRNAs, and prediction of RNA/RNA interactions including miRNA target prediction.